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MESSAGING INTRODUCTION
The purpose of the following plan is to pinpoint X Client communications goals and story and align them with the activities needed to support them. We view this plan as a living document that will evolve based on feedback from you and your team, as well as responses from the media, target audiences, and other stakeholders. 

AUDIENCES
· Current Customers and Prospects:
· Position Client X as a game-changing company focused on accelerating access to innovative NGS-based testing with an affordable, scalable, and accurate genomic sequencing ecosystem to empower academic and clinical research applications. Customers include:
· Clinical Labs
· Academic Research Labs
· Hospitals and Healthcare Providers
· Independent Researchers
· In time, researchers/clinicians working in the field

· Potential New Business Partners and Investors: 
· While there has been tremendous progress in how genomic data is interpreted, the industry is dominated by big players who focus less on making it accessible and actionable for providers and their patients. We will establish Client X as an innovator and reliable leader in affordable and accessible NGS instrumentation to investors and potential partners. Client X will serve as a true partner working on democratized, targeted sequencing solutions for the research market to forward momentum in the academic and clinical spaces. 

· Media: Elevate awareness of Client X technology, brand, and industry expertise among media reporting on the industry. This positions Client X as a thought leader able to provide a point of view and be considered as a source when relevant. 
· Tier 1:
· Life Science/Pharma Trades
· Life Science Business Publications
· Oncology Publications
· Clinical Lab Trades
· Tier 2
· Mainstream Technology Publications

BACKGROUND

Client X is focused on the advancement of universal access to genomic information by delivering an affordable, scalable, and accurate genomic sequencing ecosystem that empowers both academic and clinical research applications. Its system leverages a semiconductor chip with a scalable number of sensors, allowing for a wide range of applications. 
CLIENT X KEY MESSAGING
High throughput DNA sequencing technologies have undergone a tremendous evolution over the past decade. Although optical detection-based sequencing methods have constituted most of the data output, the current sequencing industry faces a massive centralization problem where a few manufacturers and contract labs control most of the market, resulting in high prices and a lack of accessibility. Sequencing technology adoption remains slow, as it requires a large capital investment and aggregation of samples to achieve optimal cost per sample. The most common high-throughput sequencers cost 100,000 dollars to million dollars and can be the size of a refrigerator, preventing all but the most well-funded research organizations from owning one.
At Client X, we have one objective: to empower clinical researchers, molecular pathologists and diagnosticians with an ecosystem that delivers the most accurate genomics data and a full suite of analytics. Client X offers an NGS platform designed as an accessible solution they control because of its electronic detection technology (which uses Complementary Metal Oxide Semiconductors (CMOS) that is highly accurate, massively scalable, and affordable. 
The electronic sequencing platform includes at its core a semiconductor chip with easily transportable sequencing machines. The system uses proven Sequencing-by-Synthesis (SBS) chemistry with electrical-based detection of single nucleotide incorporations, instead of more traditional optical-based detection systems. The semiconductor chip includes millions of sensors that can measure minute changes in electrical signal upon incorporation of a base.  
Additionally, the gene sequencing market has a great demand for low-cost sequencers, which can help small and medium-sized laboratories that cannot afford large-scale sequencers to generate accurate data. At present, many small laboratories are forced to outsource their sequencing services to batch process samples, which results in a long turnaround time. The X Client X sequencer achieves decentralized and distributed sequencing so users can obtain different types of sequencing through using different chips without having to change the instrument itself. Because each sample can be sequenced immediately, there is no delay due to the need for batch sampling. 
Chips with low (1M), medium (16M), and high (144M) sensor throughputs can be run on the same Client X Sequencer, giving the user flexibility in NGS assay design and sample multiplexing. A typical single run with a medium throughput 16M sensor chip generates more than 1.2 Gb of data with greater than 99% raw accuracy and an average read length of 150 bp.
While almost all other NGS technologies are based on transient measurements, our detection modality is based on steady state measurements. Due to its steady state nature, the signal stays constant, and we can take multiple measurements to increase our precision and signal-to-noise (SNR) which significantly improves our base calling accuracy. Also, the design of the chip allows for very low crosstalk between the sensors which enables high density packing of the sensors.  
The modular nature of the chip provides scalability without hardware upgrades and flexibility for multiple use cases. Throughput can be scaled up or down based on a project or application.  Between the simplicity and the scalability, the platform is poised to enable broad access to sequencing.  

THE WHY
Soon after the finished version of the human genome was released in 2004, there was an initiative from the National Human Genome Research Institute (NHGRI) to sequence a human genome for $1000. This initiative, in part, ushered in a new period of development, where a number of different DNA sequencing technologies emerged. 
Today, a variety of commercial platforms exist that enable parallel, high throughput, and lower cost genomic sequencing, which has revolutionized scientific and biomedical research. Despite continued technical improvements that have reduced the per base cost of DNA sequencing, most sequencing is still carried out on large, expensive instruments with high costs per run. Though a reduction in cost per base has been achieved by high output runs and multiplexing of multiple samples into a single run, the instrument price and run price are still out of reach for many individual researchers, bottlenecking discovery and innovation.
The current sequencing industry is made up of many different vendors offering individual components/services within the broader workflow. The whole process can be lengthy and require careful vendor/product selection for each stage. Currently, users must source individual solutions for sample processing & library preparation, sequencing assays & sequencers, bioinformatic analysis, interpretation and reporting of sequencing results, and data storage to get their desired end-result. Oftentimes customers have to outsource certain sequencing services, and it can be difficult to get all these different parts to work together seamlessly. Ideally, customers want to work towards end-to-end solutions that reduce their workload, especially at the validation stage.
Additionally, production issues such as sample contamination, library chimaeras, and variable run quality have become increasingly problematic in the transition from technology development in lab to production floor. Analysis of NGS data, too, remains challenging, particularly given the short-read lengths and sheer volume of data. The biology and the amount of data that scientists have access to and are collecting is still limited. Labs, clinicians, academics and others involved in diagnostics need a tool to read molecular information in an easy-to-use, low cost, accessible, affordable format. 
Moreover, guidelines often collide with individual demands and issues of single laboratories as well as organizations and many research units have little or any experience with quality management and quality assurance. The development of streamlined, highly automated data analysis pipelines are critical to prompt a decentralized genome sequencing ecosystem and encourage technology adoption and accelerated research. 
WHY CLIENT X?
Client X looks to rapidly enable and scale genomics power, so every researcher, physician, provider, and patient has access to sequencing technology insights. 

Client X main differentiator is that it is semiconductor based, compared with other technologies that utilize optics, fluorescent tags, high-power lasers, cameras, scanners, and other convoluted devices, which can cost up to one million dollars or more. In contrast, our devices work with affordable semiconductor chips that fit in the palm of your hand.

There are three versions of this chip: 1 million sensors, 16 million sensors, and 144 million sensors which is a future product. They offer varying ranges of throughput, depending on the user’s need and application, without being forced to batch samples and wait a long time to receive the data. 

Our unique electrical sequencing is fundamentally different from other pH-based or optical-based technologies. For example, unlike Ion Torrent, no additional local server is required for signal processing and base calling. Another key difference for our system vs Ion Torrent is that their system detects changes in pH given off as part of their sequencing chemistry. It is a transient signal similar to Illumina and Oxford Nanopore that must be measured rapidly before it dissipates, while the Client X signal is steady state in nature. Scalability of alternative platforms is much more difficult due to optical crosstalk or pH-based technologies, the need for higher priced computing and more expensive hardware.  

Achieving a reasonable cost per sample requires an expensive, large machine that uses a vast number of consumables. Due to the high run costs, many samples will need to be batched together. It takes time to collect these samples, meaning clinicians must wait weeks, sometimes months before it’s logical to use the machine. 

Client X enables the standardization of data collection for genomics, and with the help of researchers around the world, we are bringing a new understanding to multiple frontiers of genomic sequencing. Our device provides a flexible solution at a low cost, greatly advancing accessibility. Key differentiators are highlighted below:

Exceptional Accuracy: 
· The Client X Sequencer routinely generates sequence data that exceeds >80% of bases >Q30 with average read lengths of >150 bp. 
· The platform can generate high-quality sequence data and delivers the high resolution and analytical sensitivity needed for detection of rare variants and transcripts.

Amazing Affordability: 
· Shifting from optics to electrical based detection creates a substantial reduction in capital cost. The simplicity of the detection modality that does not require any optics, robots, scanners, or expensive analysis servers, allows for a low cost and affordable instrument. 
· The instrument list price puts sequencing within the reach of virtually any lab. The Client X Sequencer provides an affordable solution for Next-Generation Sequencing in labs of all types. At about $10,000 per (desktop) machine, a lab only must run 100 tests for $100 to realize a return on investment.

Unrivaled Scalability
· Our sequencing platform offers the built-in capability to easily scale up simply by utilizing a different sequencing chip, all of which run on the same affordable device.
· The automation and robotic sampling help to automate workflow with our modular system. The platform is designed to be compatible with readily available liquid handlers. Instead of hiring a technician do a the workflow manually, robotics can help to automate the workflow decreasing the time to results and also eliminating potential mistakes and errors that comes from manual operation.
· Shifting from optical to electrical sequencing provides a cost-effective, scalable solution without the need for excessive sample batching.

Paramount Portability
· Legacy sequencing technologies are large and heavy, making them incredibly expensive to move from one location to another. Client X has developed a sequencing product that is affordable, simple and – most importantly – 100-times smaller than standard sequencing systems. This makes the Sequencer incredibly portable and accessible for virtually any laboratory. 
· The Sequencer can be powered by everyday power sources and is reliable and hardy enough to endure rapid transport from one location to another.
· Devices are small enough to fit in the back of a truck for deployment at hospitals, academic labs and other locations.

APPLICATIONS

Targeted Sequencing
· Background: Targeted Sequencing is a variation of sequencing where only a small subset of the genome is sequenced, such as the exome, a particular chromosome, a set of genes or a region of interest. 

· Solution: By focusing sequencing on a small region of the genome, it is possible to detect low levels of variation that might have otherwise been missed. Targeted sequencing on the Client X Sequencer focuses on regions of interest and avoids uninformative portions, to maximize sequencing utility and samples per run.

Small Genome Sequencing
· Background: Small genome sequencing (≤10 Mb) involves sequencing the entire genome of a bacterium, virus, archaea, or other microorganism, and then comparing the sequence to a known reference. Sequencing small microbial genomes can be useful for food testing, public health, infectious disease surveillance, molecular epidemiology studies, and environmental metagenomics.

· Solution: The Client X Sequencing Platform, using the 16M chip, generates 1.2 – 2.0 Gb of highly accurate sequencing output per run and is the ideal tool for addressing these applications.

RNA Sequencing
· Background: RNA sequencing helps analyze the continuously changing cellular transcriptome, providing valuable information about the internal state of cells and transcriptional networks for disease research and a wide array of study conditions. It is a highly sensitive and accurate means of quantifying gene expression and delivers a complete view of the coding transcriptome not governed by existing knowledge or research tools. 

· Solution: The Client X Sequencing Platform offers a solution that enables an array of RNA sequencing approaches such as targeted RNA sequencing and small RNA sequencing.

ONCOLOGY-FOCUSED MESSAGING

In 2021, an estimated 10 million people will die of cancer. Yet only 3 percent of cancer drugs tested in clinical trials since 2000 have been approved for patient use and not a single one offers a cure. Gene sequencing is a promising solution. By analyzing every component of our DNA, gene sequencing allows doctors and scientists to diagnose disease and develop better treatments more effectively. Beyond cancer, sequencing has the potential to supercharge everything from reproductive health to pathogen testing.  But a single sequencing device typically costs up to $1M, limiting its reach and acting as a major bottleneck to advancement in healthcare.

Client X uses direct electronic sequencing, which allows for a simpler workflow, dramatically reduced costs, fast turnaround time and small device size. It’s smaller and is less expensive than legacy sequencing technologies, under $10,000, and redefines the gold standard with more than 99.9% accuracy. 

An independent study conducted by The Jackson Laboratory, a leading global nonprofit biomedical research institution, found that Client X sequencers deliver consistent and excellent performance across a variety of biological samples. At a American Society of Human Genetics meeting in Houston, The Jackson Laboratory presented the results of their study which found that the Client X sequencers are superior to optical detection methods in detecting single nucleotide mutations, a critical task used for cancer and inherited disease detection.

By creating a sequencer that is accurate and affordable, Client X will enable thousands of researchers and laboratories to better understand cancer and other diseases. 

SEQUENCER TECHNOLOGY MESSAGING AND FACTS

The compact Client X Sequencer combines electronic data detection, CMOS chip technology, and proven sequencing by synthesis (SBS) chemistry to deliver high accuracy data. The Sequencer with the 16M chip generates 1.2 - 2.0 Gb of data per run and delivers the high resolution and analytical sensitivity needed for detection of rare variants and transcripts.

Capabilities:

· Library Preparation: The Sequencer is compatible with a broad range of library preparation methodologies. Performance has been demonstrated across multiple kits. 

· Combined Amplification: The Client X Sequencing Prep System automates the clonal amplification procedure in an unattended 4-hour run and then sequences on the sequencing chip. The system uses proprietary high accuracy SBS chemistry to deliver high-quality data.
 
· Data Analysis: The sequencing run output is a standard FASTQ file. This allows for existing secondary analysis tools to be utilized for Client X data review. For highest quality results, we recommend customers to use GenHub, our proprietary cloud hosted solution, to run secondary analyses with empirically derived, optimized parameters for Client X data. This obviates the need for expensive additional localized servers. Additionally, GenHub provides customers real time monitoring of the status of the sequencing run, as well as accessing FASTQ and VCF files of all runs.


